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Figure S1. Agarose gel electrophoresis of conventional PCR products of candidate reference genes of M.

compressa
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Figure S3. McoARF13 cloning and bioinformatics analysis. a: PCR product electropherogram, b, c: secondary

structure prediction, d: tertiary structure prediction, e: phosphorylation site analysis.



Figure S4. PCR detection of the expression of the positive plant McoARF13.



